. Preparation of viral libraries VC generated using PEG/NaCl CsCl (1.7, 1.5, 1.2 g/ml) Dnase I: 2.5 U per ml 1 h at 37 C Extraction of viral DNA with formamide Extraction of viral RNA using QIAgen Rneasy Kit RT with Epicentre MMLV, random 9-mers Assignments made according to best BLASTx hit (E-value cutoff 10 -5 ) using MG-RAST. Bolded values indicate majority representation within a metagenome. Assignments made according to best BLASTx hit (E-value cutoff 10 -5 ) using MG-RAST. Bolded values indicate majority representation within a metagenome. a -Percentages are given in terms of total reads returned. Reads not passing assembly QC (repeats, outliers, too short) could not be assembled and were not counted as singletons. a -percentage of the reference genome which has reads mapped to it Abbreviations: dsDNA -double stranded DNA; ssDNA -single stranded DNA Number of similar reads is based off a BLAST comparison between the project sequences and the RefseqVirus database from the NCBI using MetaVir (threshold of 50 on bitscore, e-value = 10 -3 ). a -percentage of the reference genome which has reads mapped to it Abbreviations: dsDNA -double stranded DNA; ssDNA -single stranded DNA Number of similar reads is based off a BLAST comparison between the project sequences and the RefseqVirus database from the NCBI using MetaVir (threshold of 50 on bitscore, e-value = 10 -3 ). Figure S1 . Relative abundance of reads from DNA libraries generated from samples taken at Longhill Grove wet retention pond and assigned to functional subsystems using MG-RAST. Classification based on best BLAST hit (E-value cutoff at 10 -5 ) using M5NR database. Libraries: Initial (t = 0 h), Early (t = 24 h), Late (t = 49 h), Post (t = 154 h), Sediment (t = 0h), Soil (t = 0h). Figure S2 . Relative abundance of reads from cDNA libraries generated from samples taken at Longhill Grove wet retention pond and assigned to functional subsystems using MG-RAST. Classification based on best BLAST hit (E-value cutoff at 10 -5 ) using M5NR database. Libraries: Initial (t = 0 h), Early (t = 24 h), Late (t = 49 h), Post (t = 154 h), Sediment (t = 0h), Soil (t = 0h). 
